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Table 2. Features of the 49 proteinsidentified in silico that share homology with
transporters

R/ Accnb Proteo-
Res  pl ™ ™ AMPL and TAIR DB annotation AGI mics Homologous TP systems
361 101 361 10 PEP/Pi translocator family (15 mb) At1g12500 PEP/Pi translocator-like
355 105 355 10 PEP/Pi translocator family (15 mb) At3g10290 PEP/Pi translocator-like
391 101 559 7  Glc6P/Pi translocator family (9 mb) At5g54800 GIc6P/Pi translocator
417 102 521 8  Glc6P/Pi translocator family (9 mb) At5g17630 GIc6P/Pi translocator-like
410 99 51.2 8  Glc6P/Pi translocator family (9 mb) At1g61800 Glc6P/Pi translocator-like
408 108 583 7  Glc6P/Pi translocator family (9 mb) At5g33320 IEP33  PEP/Pi translocator
380 104 422 9  Glc6P/Pi translocator family (9 mb) At3g01550 PEP/Pi translocator-like
335 9.6 335 10  Unknown function (8 mb) At4g09810 Low homology Glc6P/ PEP/Pi translocator
342 9.2 38.0 9  Unknown function (8 mb) At4g39390 Low homology Glc6P/ PEP/Pi translocator
587 95 41.9 14 Unknown function (1 mb) At3g26570 IEP60  H'/Pi transporter
381 103 635 6 ADP, ATP carrier-like family (4 mb) At3g08580 ATP/ADP transporter
379 103 632 6 ADP, ATP carrier-like family (4 mb) At4g28390 ADP/ATP transporter-like
618 100 618 10 Adenine nucleotide translocator (2 mb) At1g15500 HPTLC ATP/ADP transporter-like
624 9.8 62.4 10 Adenine nucleotide translocator (2 mb) At1g80300 ATP/ADP transporter
557 102 3438 16 2-oxoglut/mal translocator (3 mb) At5g12860 IEP45  2-oxoglutarate/malate translocator
549 9.6 343 16  2-oxoglut/mal translocator (3 mb) At5g64280 2-oxoglutarate/malate translocator-like
563 9.6 46.9 12 2-oxoglut/mal translocator (3 mb) At5g64290 HPSOT  2-oxoglutarate/malate translocator-like
401 99 40.1 10 Na'/taurocholate transporter (5mb) At1g78560 Na'/taurochol ate transporter; cf. P36
394 88 394 10 Na'/taurocholate transporter (5mb) At3g25410 Na'/taurochol ate transporter; cf. P36
379 99 47.4 8  Na'/taurocholate transporter (5mb) At4g12030 Na'/taurochol ate transporter; cf. P36
460 101 418 11 Na'/taurocholate transporter (5mb) At4g22840 Na'/taurochol ate transporter; cf. P36
259 94 64.8 4 Hypothetical protein (2 mb) At3g59500 Low homology amino acid transporter
519 95 51.9 10 Proline transporter 1 family (24 mb) Atlg47670 Putative Lys and His transporter
41 9.2 40.1 11 Proline transporter 1 family (24 mb) At1g67640 Putative Lys and His transporter
579 89 57.9 10 Glucose transporter family (48 mb) At5g59250 HP59  D-xylose-H* symporter-like
560 9.3 46.7 12 Glucose transporter family (48 mb) At5g16150 IEP62  Putative sugar transporter
489 9.2 37.6 13 Unknown function (4 mb) At4g36790 Putative sugar transporter
492 97 41.0 12 Sucrose permease family (9 mb) At5g43610 Sucrose transporter
510 95 425 12 Sucrose permease family (9 mb) At1g09960 Putative sucrose/H* symporter
208 105 520 4 Hypothetical protein (2 mb) At2g47840 IEP16  Low homology TIC20
284 101 710 4 Unknown function (1 mb) At4g03320 TIC20 homologue
842 9.2 76.5 11  Nat/H+ antiporter family (26 mb) At3g53720 Na'/H* antiporter-like protein
847 89 65.2 13  Nat/H+ antiporter family (26 mb) At1g64170 Na'/H* exchanging protein
461 106 46.1 10  Unknown function (2 mb) At5g52540 Low homology C4-dicarboxylate transporter
443 105 341 13 Unknown function (2 mb) At5g24000 Low homology C4-dicarboxylate transporter
505 9.8 56.1 9  Unknown function (4 mb) At4g27970 Low homology malate transporter
685 9.0 52.7 13  Sulfate transporter family (12 mb) At5g13550 Sulfate transporter
310 104 517 6  Mitochondrial carrier family (3 mb) At5g66380 Folate transporter
721 9.7 60.1 12 Permease 1-like family (12 mb) At2g27810 Na'-dependent ascorbate transporter
599 9.9 49.9 12 Uracil transporter-like protein At5g03555 Uracil transporter-like
356 9.6 35.6 10 Purine permease family (18 mb) At1g28230 Purine permease
348 9.9 87.0 4 Adenylate translocator family (12 mb) At2g37890 Ca’*-dependent solute carrier-like
412 9.8 824 5 Unknown function (1 mb) At5g42130 Mitochondrial carrier protein-like
677 9.2 96.7 7  Mitochondrial half-ABC-like family (28 mb) At4g28630 ATM1 ABC transporter - like protein
525 8.9 438 12 Nramp2 family (6 mb) At1g80830 Metal ion transporter (Nramp)
303 9.6 75.8 4 Unknown function (1 mb) At2g47360 Low homology ABC transporter
276 95 46.0 6  Unknown function (3 mb) At5g12170 Put chloroquine resistance transporter
324 107 463 7 Unknown function (1 mb) At2g02590 Multidrug export protein homologue
380 103 475 8  Unknown function (3 mb) At4g24460 Putative transporter

Summary of the 49 identified proteins that share homology with transporters. Acc nb
AMPL, accession number in the Arabidopsis Membrane Protein Library; RI'TM, R =
number of amino acid residues of the predicted protein; TM, number of putative
transmembrane regions predicted by HMMTOP (19); pl, isoelectric point; Acc nb AGI,



AGI accession numbers; proteomics, proteins also identified during the proteomic
approach; Glc6P, glucose-6-phosphate; PEP, phosphoenol pyruvate.



